Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.013 Å; disorder in main residue; R factor = 0.056; wR factor = 0.140; data-to-parameter ratio = 11.1.
. Each of the six-membered chelate rings is twisted about an Ni-N bond and the dihedral angles between diagonally opposite chelate rings are 13.08 (15) and 13.45 (11) ; each pair of rings is orientated in opposite directions. The bromothienyl rings are twisted out of the plane of the central N 4 core with dihedral angles in the range 51.7 (2)-74.65 (19) . Supramolecular chains along [001] are formed through C-HÁ Á ÁBr interactions in the crystal packing. Three of the four bromothienyl units are disordered over two coplanar positions of opposite orientation with the major components being in 0.691 (3), 0.738 (3) and 0.929 (9) fractions.
Related literature
For general background and potential applications of thienyl porphyrins, see: Boyle et al. (2010) ; Chen et al. (2010) ; PaulRoth et al. (2008) ; Rochford et al. (2008) ; Wallin et al. (2006) ; Friedlein et al. (2005) ; Bhyrappa & Bhavana (2001) . For related structures, see: Ghazzali et al. (2008) ; Bhyrappa et al. (2006) ; Purushothaman et al. (2001) .
Experimental
Crystal data [Ni(C 36 H 16 Table 1 Selected bond lengths (Å ).
Ni-N1
1.930 (7) Ni-N2
1.939 (7) Ni-N3 1.929 (7) Ni-N4
1.929 (7) Table 2 Hydrogen-bond geometry (Å , ).
They are of interest for their electron and energy transfer properties (Wallin et al., 2006) and because they are capable of growing ultra-thin films (Friedlein et al., 2005) . Meso tetrathienylporphyrins show interesting electrochemical (Chen et al., 2010) , structural (Bhyrappa & Bhavana, 2001; Bhyrappa et al., 2006; Paul-Roth et al., 2008) and photophysical (Rochford et al., 2008) properties. Herein, the synthesis and crystal structure of 5,10,15,20-tetrakis(5-bromothien-2-yl)porphyrinato nickel(II), (I), is reported in continuation of earlier structural studies (Purushothaman et al., 2001) .
The Ni II atom in (I), Fig. 1 , is in a square-planar geometry defined by four pyrrole-N atoms, Table 1 . The coordination geometry resembles that observed in the analogous Zn II complex (Ghazzali et al., 2008) . However, in contrast to the literature structure in which the porphyrin molecule (excluding the bromothienyl residues) is essentially planar, there is considerable buckling in (I). This is quantified by the dihedral angles between the N 4 donor set and the N1-N4-pyrrole 5, 10, 15, porphyrin was synthesized as reported in the literature (Friedlein et al., 2005) . To 5,10,15,20-Tetrakis[(5-bromo-2-thiophenyl)porphyrin (95 mg, 0.1 mmol) dissolved in dimethylformamide (20 ml), a solution of nickel(II) acetate tetrahydrate (124 mg, 0.5 mmol) in dimethylformamide (5 ml) was added and the resulting solution refluxed for 4 h. After cooling, the solution was diluted with chloroform (100 ml) and washed with water (3×100 ml). The organic layer was dried over anhydrous Na 2 SO 4 . The solvent was removed by distillation and the product was purified by column chromatography using 3:2 chloroform and hexanes as the eluent. Recrystallization was by slow evaporation of a chloroform solution of (I) which yielded purple crystals. Yield: 90%.
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Refinement
Carbon-bound H-atoms were placed in calculated positions [C-H = 0.95 Å, U iso (H) = 1.2U eq (C)] and were included in the refinement in the riding model approximation.
Three of the four bromothienyl units are disordered over two positions, the major components being in 0.691 (3), 0.738 (3) and 0.929 (9) fractions. Pairs of 1,2-related distances were restrained to within 0.01 Å and pairs of the1,3-related ones to within 0.02 Å of each other. The U ij parameters of the primed carbon atoms were set to those of the unprimed ones; the U ij parameters of the bromine and sulfur atoms were not tied but the U ij parameters were restrained to be nearly isotropic.
For the major components, the atoms were restrained to lie on a plane. Pairs of C porphyrin -C thiophene distances were also restrained to within 0.01 Å of each other.
Computing details
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO (Agilent, 2011); data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Figure 1
The molecular structure of the title compound showing the atom-labelling scheme and displacement ellipsoids at the 70% probability level. Only the major components of the disorder are shown. 
